QUESTION ANSWERS
1. A letter from you, addressed to Dr. Castro, explaining your motivation and interest to come to the Informatics Department, your ideas about Bio-Informatics, how this discipline inserts into the mainstreams of Informatics and Computer Science, the importance of Bio-Informatics in the future evolution of Computer Sciences, its influence on other sciences, in particular on Biology, etc.
Now I am working at Biotechnology Center and carry out my FONDECYT project (see attachment) there. This is my main task at UTFSM as an investigador asociado. But the problems studied by me here are more close to specific Bioinformatics field – Biochemical Informatics. The importance of Bioinformatics is obvious, because there are no sciences which are characterized by such huge diversity of investigation objects as Biology (biodiversity) on different levels of organization (from molecular to ecosystems). Among others modern Bioinformatics includes genomics, proteomics, and two directions of my interest: peptidomics and fragmentomics. A lot of Bioinformatics problems are not solved yet. It is obvious also, that investigations in Bioinformatics require a lot of Computer Science resources. Bioinformatics can serve as a basement of many scientific and applied problem solution (e.g., search for new biologically active substances and use them in medicine, agriculture, etc.).
2. Perhaps you could also include in your letter a description of the present state of Bio-Informatics in Russia and Europe, your personal role in the development of Bio-Informatics in Russia, etc.
A lot of scientific groups in Europe deal with different problems of Bioinformatics – database creation, genome and proteom analysis, etc. Such work is developed in Russia also, mainly in Moscow, S.-Petersburg and Novosibirsk. Very bright example of specific Russian bioinformatics result is creation of metabolic reaction network (A.G.Malygin, A.N.Bach Institute of Biochemistry, Russian Academy of Sciences, Moscow).
As for me, during a quarter century I am collecting specific physicochemical and biological information on the natural oligopeptides which is formalized now as the EROP-Moscow Internet database (Endogenous Regulatory OligoPeptides, free access: http://erop.inbi.ras.ru/). On the basis of this database many investigations were performed by me and I prepared and published several tens papers devoted to biochemical informatics problem formulation and solution (publication list is attached). I am a chairman of the Section on Computer Biochemistry of the Russian Biochemical Society. There is the international cooperative work and international meetings. E.g., I was a co-chairman of USA-Russia Workshops on Integrated Biological Data Bases in Russia (Center of Biological Investigation) and USA (Argonne National Laboratory) and participated in many different international scientific meetings. My CV and publications (attached) reflect my personal role in the development of Bioinformatics more complete.
3. A selection of your papers published, say in the last 10 years, where the role of Informatics and Computer Science may be clearly discerned. The idea here is to convince the colleagues that your work lies indeed in an important domain of Informatics. Some colleagues consider important those papers which have been referred to in a data base at the University of Trier:
http://www.informatik.uni-trier.de/~ley/db/
Are there similar data bases in Russia? Most probably, many of your publication have been refereed within the Russian system of Science. This information would be very valuable as well.
The list of my scientific publications from 1998 is attached. The bibliography database mentioned (Universität Trier) contains information on more Computer Science, but not on complete Bioinformatics. It has no bibliography on oligopeptides. So, I have found there one my paper only devoted to EROP-Moscow database creation. But it is possible to get more bioinformatics bibliography including my publications from free access PubMed database (http://www.ncbi.nlm.nih.gov/sites/entrez?db=pubmed). It is also not complete but using a key word “bioinformatics” it is possible to find more than 30 000 scientific publications including other my publications.
4. A list of your funded research projects (with brief descriptions, impact and references), both in Chile and abroad, that you have had in the last, say, 10 years.
This information is attached.
5. A short list of the graduate and undergraduate courses ---with brief descriptions--- on Bio-Informatics that you could teach in the Informatics Department.
At the end of 2007 I proposed to organize bioinformatics seminar (attached) at the Informatics Department of UTFSM. This seminar can be transformed into different courses according to CONTENIDOS list.
6. A short list of graduate thesis (M.Sc. and Ph.D.) you could eventually offer at the Informatics Department of the UTFSM.
It can be offered the tasks of specialized computer program creation:

· for protein/peptide sequence alignment;

· for protein fragmentation;
· for the comparison of data of different databases;

· etc. 
7. We understand that presently you spend some time in Chile and some time in Russia.
Thus, it is important for us to have some information about how many months per year ---and which months--- you plan to stay at the UTFSM

According to the agreement with UTFSM authorities and FONEDCYT rules I can be abroad not more than half a year. The important and great part of FONDECYT project work is connected with the data of EROP-Moscow database server which is placed in Moscow (A.N.Bach Institute of Biochemistry, Russian Academy of Sciences) and cured by me. The data of this database must be updated every year. Except for this, it is necessary for me to participate in different scientific meetings in different countries. E.g., in this September I shall be a participant of the 30th European Peptide Symposium (Helsinki, Finnland). So, my usual year schedule is from February to July to be in Chile and from August to January to be abroad.
